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CORRIGENDUM
A platform for interrogating cancer-associated p53 alleles

A D'Brot, P Kurtz, E Regan, B Jakubowski and JM Abrams

Oncogene (2017) 36, 292; doi:10.1038/0nc.2016.190; published online 19 December 2016

Correction to: Oncogene (2017) 36, 286-291; doi:10.1038/ Below are the corrected versions of graphs 3b, 3c and 4c.
onc.2016.48; published online 21 March 2016

The authors wish to apologise for any inconvenience caused and
Since the publication of the above article the authors would like to note ~ confirm that the conclusions drawn from this research are not
that in bar graphs 3b, 3c and 4c, mutant R258Q should read R248Q. affected by this error.
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Figure 4.


http://dx.doi.org/10.1038/onc.2016.190
10.1038/onc.2016.48
10.1038/onc.2016.48
http://www.nature.com/onc

	A platform for interrogating cancer-associated p53 alleles



