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CORRECTION W) Check for updates
Correction: EZH2 has a non-catalytic and PRC2-independent

role in stabilizing DDB2 to promote nucleotide excision repair
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Correction to: Oncogene https://doi.org/10.1038/s41388-020-1332-2,
published online 26 May 2020

Following the publication of this article, an oversight was noted in
Fig. 4E with the the IP of DDB1 blot inadvertently duplicated for
the IP of EZH2 blot. The figure has now been corrected with the
correct IP of EZH2 blot. The authors apologize for this oversight
and confirm that this correction has no impact on the conclusions
of the figure or manuscript. The interaction of EZH2 and DDB1 was
also validated with the endogenous proteins and in other cell
types in other figures in the manuscript.
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Former Fig. 4:
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Corrected Fig. 4:
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The original article has been corrected.
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