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Author Correction: Glycopeptide database search and de novo
sequencing with PEAKS GlycanFinder enable highly sensitive
glycoproteomics

Weiping Sun , Qianqiu Zhang, Xiyue Zhang, NgocHieu Tran ,M. Ziaur Rahman,
Zheng Chen, Chao Peng, Jun Ma, Ming Li , Lei Xin & Baozhen Shan

The original version of this article contained an error in the Code Availability Statement, which
incorrectly omitted from the end the following: ‘Our glycan de novo sequencing tool Glyco-
Novo uses the Python glypy library [50]’. This has been corrected in both the PDF and HTML
versions of the article.

The original version of this article omitted a reference to previouswork in ‘Klein, J. & Zaia, J.
glypy - An open source glycoinformatics library. J. Proteome Res.18, 3532–3537 (2019).’. This has
been added as reference [50] in the Code Availability Statement: ‘Our glycan de novo
sequencing tool GlycoNovo uses the Python glypy library [50]’. This has been corrected in the
PDF and HTML versions of the article.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or
format, as long as you give appropriate credit to the original author(s) and the source, provide a
link to the Creative Commons license, and indicate if changes were made. The images or other
third party material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the article’s
Creative Commons license and your intended use is not permitted by statutory regulation or
exceeds the permitted use, youwill need to obtain permission directly from the copyright holder.
To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.
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