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Corrections & amendments 

Author Correction: Mutations in ACTRT1 and its enhancer 
RNA elements lead to aberrant activation of Hedgehog 
signaling in inherited and sporadic basal cell carcinomas

 

Elodie Bal, Hyun-Sook Park, Zakia Belaid-Choucair, Hülya Kayserili, 
Magali Naville, Marine Madrange, Elena Chiticariu, Smail Hadj-Rabia, 
Nicolas Cagnard, Francois Kuonen, Daniel Bachmann, Marcel Huber, 
Cindy Le Gall, Francine Côté, Sylvain Hanein, Rasim Özgür Rosti, 
Ayca Dilruba Aslanger, Quinten Waisfisz, Christine Bodemer, Olivier Hermine, 
Fanny Morice-Picard, Bruno Labeille, Frédéric Caux, 
Juliette Mazereeuw-Hautier, Nicole Philip, Nicolas Levy, Alain Taieb, 
Marie-Françoise Avril, Denis J Headon, Gabor Gyapay, Thierry Magnaldo, 
Sylvie Fraitag, Hugues Roest Crollius    , Pierre Vabres, Daniel Hohl, 
Arnold Munnich & Asma Smahi    

We wish to provide corrections and clarifications regarding a subset of figures in our paper:
Figure 3c. This experiment represents a fractionation assay showing that the mutant 

Arp-T1 is absent from the chromatin-bound fraction. It has been brought to our attention that 
there may be a duplication of the HSP90 and calreticulin panels. Since the source data for 
these images are available in the original Supplementary Data (uncropped immunoblots), we 
have reconstructed the figure exactly as shown in the supplementary file. The figure has been 
replaced with a corrected version, as available in the Supplementary Figures file accompany-
ing this amendment. The original uncropped file, as well as the detailed procedure of how 
the membranes have been processed, are provided in the updated Supplementary Data file 
accompanying this amendment.

Figure 4f. The blot shown in Fig. 4j had been cropped multiple times in the main figures. 
We have now rebuilt the figure to align with the version in the original Supplementary Data file. 
The figure has been replaced with a corrected version (Supplementary Figures). The original 
uncropped file, as well as an independent experiment available with calreticulin as loading 
control, are now available in the Supplementary Data file.

Experimental clarification for Fig. 1d and h, Fig. 2c, Fig. 3b,e and f, and Fig. 4h and k. The 
qPCR experiments were performed in triplicate. The data shown represent one experiment out 
of two or three independent experiments, all of which yielded comparable results. The figure 
legends are corrected via this amendment in the Supplementary Text file accompanying this 
amendment.

Supplementary Fig. 9c. We wish to note that the GAPDH blot in Supplementary Fig. 9c may 
have been incorrectly assembled. The panel was cropped to display only the relevant clones, and 
unfortunately, we were unable to retrieve the uncropped blots. While the impact of mutations 
in enhancer regions on enhancer activity and Arp-T1 expression has been validated through 
multiple experiments (qPCR, luciferase assays, in situ hybridization), we acknowledge that 
this supplementary figure cannot be fully verified in its current form.

Supplementary Information accompanies the online version of this amendment.

Additional information
Supplementary information The online version contains supplementary material available at  
https://doi.org/10.1038/s41591-025-03531-y.
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