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Hong-Fang Guo & Lin-Sen Zan

Correction to: Scientific Reports https://doi.org/10.1038/s41598-017-08384-1, published online 11 August 2017

The original version of this Article contains an error in Figure 1, where the SIX1 and GAPDH are incorrect in
panel (c). The correct Figure 1 and accompanying legend appear below.
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Figure 1. Expression pattern analysis of the bovine SIX1. (a) Analysis of the bovine SIX1 expression pattern
in tissues and organs. (b) Expression pattern of the bovine SIX1 mRNA at different developmental stages. (c)
Bovine Six1 expression pattern at different developmental stages. The samples of the longissimus thoracis were
obtained at 1, 3, 6, 12, 18, 24, 36 and 48 months after birth. SIX1 mRNA expression was normalized to the
housekeeping gene GAPDH and the expression levels were calculated relative to the gene expression in the
liver and 24 months, respectively. The value of each column represents the mean + standard deviation of three
independent experiments. The unpaired Student’s t-test was used to detect significant differences. “*”P<0.05
and ““*”P<0.01.
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