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RGS?2 expression predicts amyloid-f sensitivity, MCI and
Alzheimer’s disease: genome-wide transcriptomic profiling
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Correction to: Translational Psychiatry (2016) 6, €909; doi:10.1038/ The publisher regrets this error.
tp.2016.179; published online 4 October 2016

In the online version of this paper, the second chart that appears
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!n .the Mater_ll.a}ls and MetthdS section, Eelal t!me PCR' subsection, This work is licensed under a Creative Commons Attribution 4.0
Is incorrect. The correct chart appears below: 5Y International License. The images or other third party material in this
article are included in the article’s Creative Commons license, unless indicated
otherwise in the credit line; if the material is not included under the Creative Commons

Transcript Forward Reverse license, users will need to obtain permission from the license holder to reproduce the
material. To view a copy of this license, visit http://creativecommons.org/licenses/
GUSB CTGCTGGCTACTACTTGAAGATG  GAGTTGCTCACAAAGGTCAC by/4.0/

SNORD116-13  TGGACCAATGATGACTTCCATAC  CAACTAAGATGATAGTACAGAGTTCCC
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