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Correction to: Journal of Human Genetics https://doi.org/10.1038/
s10038-024-01219-8, published online 17 January 2024

The patient variant described on pages 144–146 is accurately
stated as follows: compound heterozygous ABCA2 variants,
NM_001606.5:c.[5300–17C>A];[6379C>T] p.[Tyr1766_Gly1767insA-
laProProCysAla,Ile1768Hisfs*188];[(Gln2127*)]

Original Fig. 1

The updated figures 1 and 2 are as follows.
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Updated Fig. 1
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Original Fig. 2
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Updated Fig. 2

The original article has been corrected.
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