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It has been brought to our attention that the fluorescent image of
the DM2 group in Fig. 4A was inadvertently duplicated from the
control group during figure assembly in our paper1 published in
Cell Research in 2012. We have checked the raw data carefully and
found the actual fluorescent image of DM2 group showed the
similar result, with no significant change to the intensity of GFP-
labeled Newcastle virus (see Fig. 4A of this Amendment). DM2
(R292E/K410E) was a double mutation that abolished the RNA
binding ability of ISG54. The overexpression of ISG54-DM2
therefore didn’t inhibit GFP-labeled Newcastle virus replication
in HEK293T cells. This correction does not affect the description of
the results or the conclusions of this work. Meanwhile, no change
to the original figure legends is necessary. We apologize for this
carelessness.
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