Corrections &amendments

Author Correction: Prioritizing effector genes at
trait-associated loci using multimodal evidence

Correction to: Nature Genetics
https://doi.org/10.1038/s41588-025-02084-7,
published online 10 February 2025.

https://doi.org/10.1038/s41588-025-02416-7

Published online: 27 October 2025

Marijn Schipper ®, Christiaan A. de Leeuw, Bernardo A. P. C. Maciel ®,
Douglas P. Wightman ®, Nikki Hubers, Dorretl. Boomsma®,
Michael C. O’'Donovan® & Danielle Posthuma®

Inthe version of this article originally published, due to afigure preparation mistake, in Fig. 6¢,
the brainimages under “8 weeks postconception” were interchanged and are now corrected so
the yellow-orange-gray brainis at top and the red-gray brain is at bottom. The figure has been
updated inthe HTML and PDF versions of the article.
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Author Correction: Robust and accurate Bayesian inference
of genome-wide genealogies for hundreds of genomes

Correction to: Nature Genetics
https://doi.org/10.1038/s41588-025-02317-9,
published online 8 September 2025.

https://doi.org/10.1038/s41588-025-02399-5

Published online: 10 October 2025

Yun Deng®, Rasmus Nielsen® & Yun S. Song®

In the version of this article originally published, there were labeling errors in several figures.
InFig.2a, b, inthe y-axis label now reading “Inferred pairwise TMRCA (generations),” the word
“generations” was missing, while in the right-hand panel of Fig. 2a, the m.s.e. value now reading
“0.78” appeared originally as “078.” In Fig. 3a, panel headers “SINGER; Relate; tsinfer+tsdate”
were missing. The color keys in Fig. 4a were all mistakenly labeled “SINGER 90% CI” and now
specify the ARGweaver and Relate methods. In Extended Data Fig. 3b, panel headers for the
SINGER and ARGweaver plots were missing. The figures have been amended in the HMTL and
PDF versions of the article.
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