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Inthe versionof this articleinitially published, the criteria for defining statistically significantly
regulated genes erroneously omitted to mention fold-change threshold applied. To reflect
this, the text "A-485 significantly (P,4 < 0.05) downregulated >1,000 genes, whereas RAD21*"®
depletionaltered only one (Extended DataFig.1b)” should read “A-485 significantly (P,4;<0.05,
>2-fold change) downregulated >1,000 genes, whereas RAD21*" depletion altered only one
(Extended DataFig.1b).”

The authors unwittingly omitted a reference to a paper that suggested that CTCF may
function as a transcription activator. This paper is now cited as ref. 73 (Zhang, H. et al. CTCF
and transcriptioninfluence chromatin structure re-configuration after mitosis. Nat Commun.
12,5157 (2021)). Tocite this, the following sentence was inserted in the middle of the fifth para-
graphinthe Discussion: “Some recent studies suggested that promoter-proximal CTCF binding
facilitates interaction with distal enhancers™', while others hinted that CTCF may alsoactasa
transcriptional activator®***”®, However, they did not directly demonstrate this activator role
or separate it from CTCF’s architectural functions.”

Additionally, anerror was introduced by the Publisher in the first paragraph of the Results,
where the text “Earlier studies assessed transcription changes after acute RAD21 or CTCF deple-
tion...” originally cited refs. 20,25-44 but should have cited refs. 20, 25, 26.

These changes do not change the results or the conclusions of the article. The changes
have been made in the HTML and PDF versions of the article.
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