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© The PDF version of this Article contains a typographical error in Table 1 where the last HuscFv clone ‘HuscFv99’
. is incorrectly listed as ‘HuscFv5’ in the continued heading. In addition, all the HuscFv clone headings should be
. shaded. The correct Table 1 appears below.
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D18 AH of domain I R104 VH-CDR3 Salt bridge

123 AH of domain I K54 VH-CDR2 H-bond

K26 Domain I D33 VH-CDR1 Salt bridge

L27 Domain I S57 VH-CDR2 H-bond

F36 Domain I Y230 VL-CDR3 T-T interaction
174 Domain I F105 VH-CDR3 H-bond

K78 Domain I S229 VL-CDR3 H-bond

MS81 Domain I Y230 VL-CDR3 H-bond

S229 LCS-1 S204 VL-FR3 H-bond

$232 LCS-I $204/S190 VL-FR3 H-bond

137 Domain I R189 VL-FR3 H-bond

T108 Domain I S165 VL-CDR1 H-bond

E120 Domain I Y167 VL-CDR1 H-bond

D136 Domain I N54 VH-CDR2 Salt bridge
P165 Domain I T102 VH-CDR3 H-bond

K166 Domain I D31 VH-CDRI1 Salt bridge
F169 Domain I Y33 VH-CDR2 T-T interaction
R170 Domain I Y167 VL-CDR1 H-bond

D171 Domain I N59 VH-CDR2 H-bond

E172 Domain I R65 VH-FR3 Salt bridge

K107 Domain I S54 VH-CDR2 H-bond

H124 Domain I T57 VH-CDR2 H-bond

Y127 Domain I K224 VL-CDR3 Salt bridge
Y129 Domain I Y59 VH-CDR2 T-T interaction
E191 Domain I N225 VL-CDR3 H-bond

R220 Domain I S30 VH-CDR1 H-bond

E226 Domain I S30 VH-CDR1 H-bond

D251 Domain II K224 VL-CDR3 Salt bridge

H124 Domain I N31 VH-CDRI1 H-bond
G125 Domain I R100 VH-CDR3 H-bond
Y127 Domain I Y106 VH-CDR3 H-bond
Y129 Domain I R98 VH-CDR3 H-bond
S186 Domain I R59 VH-FR3 H-bond
E191 Domain I N102 VH-CDR3 H-bond
N248 LCS-1 G26 VH-CDR1 H-bond
T249 LCS-1 R98 VH-CDR3 H-bond
D251 Domain IT R100/N105 VH-CDR3 Salt bridge

K107 Domain I T58 VH-CDR2 H-bond
H124 Domain I K60 VH-FR3 H-bond
G125 Domain I K60 VH-FR3 Hbond
R170 Domain I D73 VH-FR3 Salt bridge
D171 Domain I R19 VH-FR1 Salt bridge
E172 Domain I R19 VH-FR1 Salt bridge
Q187 Domain I N84/S85 VH-FR3 H-bond
L1218/ LCS-I R57 VH-CDR2 H-bond
G221 LCS-1 R57 VH-CDR2 H-bond
S222 LCS-I R57 VH-CDR2 H-bond
Y250 Domain I D62 VH-FR3 H-bond

Table 1. Presumptive residues and regions of HCV NS5A bound by the HuscFvs as determined by computerized
simulation. LCS-1, low complexity sequence between domains I and II of NS5A.

SCIENTIFICREPORTS| (2018) 8:6787 | DOI:10.1038/s41598-018-24856-4 2



www.nature.com/scientificreports/

Open Access This article is licensed under a Creative Commons Attribution 4.0 International
CE | jcense, which permits use, sharing, adaptation, distribution and reproduction in any medium or

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the Cre-
ative Commons license, and indicate if changes were made. The images or other third party material in this
article are included in the article’s Creative Commons license, unless indicated otherwise in a credit line to the
material. If material is not included in the article’s Creative Commons license and your intended use is not per-
mitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from the
copyright holder. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.
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