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Correction to: Scientific Reports https​://doi.org/10.1038/s4159​8-019-49759​-w, published online 16 September 2019

This Article contains errors.

In the Results section, the subheading,

“Enhancement of the tolerance of recombinant E. coli and yeast cells to salt and heat-”.

should read:

“Enhancement of the tolerance of recombinant E. coli and yeast cells to salt and heat-stress”.

Furthermore, in the Results section, under the subheading ‘Determining the endogenous wheat ABA content 
and expression patterns of TaLEA genes under ABA and abiotic stress treatments’,

“To confirm the results of the microarray data, we selected 29 TaLEA genes belonging to LEA_1, LEA_2, LEA_3, 
LEA_4, LEA_5, LEA_6, SMP and three DHN subfamilies to investigate the expression patterns of TaLEA genes 
in wheat seedlings subjected to ABA and abiotic stress treatments by real-time PCR (Fig. 5).”

should read:

“To confirm the results of the microarray data, we selected 22 TaLEA genes belonging to LEA_1, LEA_2, LEA_4, 
LEA_5, SMP and three DHN subfamilies to investigate the expression patterns of TaLEA genes in wheat seedlings 
subjected to ABA and abiotic stress treatments by real-time PCR (Fig. 5).”

In the Methods section, under the subheading ‘In vivo assay of the stress tolerance of transformed E. coli’,

“Heat and salt tolerance assays were performed as described previously48.”

should read:

“Heat and salt tolerance assays were performed as described previously26.”

Finally, this Article contains errors in Figure 5 and Supplementary Table S2, where the primers of TaLEA_3-
5, TaLEA_6-1, TaLEA_6-2, TaLEA_6-3, TaSMP8 and TaSMP9 are incorrectly included. In addition, Figure 5 
incorrectly includes the primer of TaLEA_3-3, and Supplementary Table S2 incorrectly includes the primer of 
TaLEA_3-4. The correct Figure 5 and Supplementary Table S2 appear below as Figure 1 and Table 1 respectively.
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Figure 1.   Expression of TaLEA genes in response to ABA, heat, NaCl, cold, and PEG treatments determined 
by real-time PCR. The expression level of wheat actin was used as the internal control to standardize the RNA 
samples for each reaction. The values are the mean ± SE from three samples.
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Table 1.   Real time PCR primers of TaLEA genes.

Genes Primer name Sequence (5′-3′)

Actin
Qactin F ACC​CAA​CCA​GAA​ACA​GCA​AC

Qactin R CTC​ATC​CAA​CGA​AAC​GGA​AT

TaLEA_1-5
QTaLEA_1-5 F AAG​ATG​AAG​GAC​GGC​GCG​

QTaLEA_1-5 R CTT​GTG​GAT​GTG​GTG​CGA​C

TaLEA_1-6
QTaLEA_1-6 F TGT​GCA​TCG​ATT​CCT​TCA​CG

QTaLEA_1-6 R GCA​TGC​ATG​ACT​CAT​CGC​TT

TaLEA_1-11
QTaLEA_1-11 F GAA​GGC​CAA​GAC​CAA​GAT​CG

QTaLEA_1-11 R CTT​GTG​GAT​GCG​GTG​CTC​

TaLEA_2-1
QTaLEA_2-1 F CTC​CTT​CAA​CCT​CAA​GTG​CG

QTaLEA_2-1 R GAT​GAG​GAA​GTC​GTA​GGG​CA

TaLEA_2-25
QTaLEA_2-25 F ACG​GAG​AGG​ATG​ATG​AGC​AG

QTaLEA_2-25 R CGT​CGC​TCT​TGA​ACG​TGT​AG

TaLEA_2-46
QTaLEA_2-46 F GTG​AGC​TTC​AAG​GGC​ATG​AC

QTaLEA_2-46 R GAT​GAG​GAA​GTC​GTA​GGG​CA

TaLEA_4-1
QTaLEA_4-1 F AGT​ACA​CCA​AGG​ACT​CCG​C

QTaLEA_4-1 R TTT​GTG​ATG​GTC​TCG​GTG​GT

TaLEA_4-5
QTaLEA_4-5 F ACA​CGC​AGG​ACA​GGA​CAT​AC

QTaLEA_4-5 R GTG​ATC​CTC​TCG​GTG​GTG​TC

TaLEA_4-13
QTaLEA_4-13 F GAG​AAG​GCT​GGA​CAG​GTG​AT

QTaLEA_4-13 R GGT​CTC​GTT​GGT​CTT​GTC​CT

TaLEA_5-1
QTaLEA_5-1 F GGA​GGA​GGG​GTA​CAG​TGA​GA

QTaLEA_5-1 R CTC​GTC​GAT​GTC​TAT​GCC​CT

TaLEA_5-7
QTaLEA_5-7 F AGG​AGA​AAC​TCG​CTG​AAG​GG

QTaLEA_5-7 R TGG​TCT​TGA​ACT​TGG​ACT​CGT​

TaLEA_5-8
QTaLEA_5-8 F CTA​CGA​GGC​GCA​GGA​GAA​A

QTaLEA_5-8 R GAC​TCA​TCG​TTG​GTG​CTC​AG

TaSMP1
QTaSMP1 F GTC​AAT​ATC​CCT​GGT​GGC​CT

QTaSMP1 R CTT​GTC​GTC​CTT​GTT​TCG​GG

TaDHN7
QTaDHN7 F GTA​GCC​GAG​CAA​AAG​ACT​CG

QTaDHN7 R CCG​TGG​TCT​GCT​CCT​TGT​TA

TaDHN15
QTaDHN15 F GGC​AAA​GAT​GGA​GTT​CCA​AG

QTaDHN15 R CAG​TAT​CCC​ACC​GGT​CTT​GT

TaDHN20
QTaDHN20 F GGA​GTA​CCA​GGG​ACA​TCA​GC

QTaDHN20 R CAT​CCT​CAG​ACG​AGC​TGG​A

TaDHN26
QTaDHN26 F GCG​GCA​GCT​ACT​TGA​GAG​TT

QTaDHN26 R AAC​GTC​CCG​GGT​ACA​TAC​AA

TaDHN40
QTaDHN40 F AGA​AGG​GCA​TCA​TGG​AGA​AC

QTaDHN40 R GTC​ATT​CCA​GTG​TGT​CCC​TG

TaDHN43
QTaDHN43 F AGT​TAC​CGG​CGA​GAA​CAT​CA

QTaDHN43 R GAC​TTC​CCG​TAG​TTG​CCA​TC

TaDHN45
QTaDHN45 F CAG​CAT​GGA​CAC​ACT​GGA​AT

QTaDHN45 R GCA​GCT​TCT​CCT​TCA​CCT​TG

TaDHN48
QTaDHN48F CAG​TCA​CAA​AGC​CAA​AGC​AA

QTaDHN48 R GAC​CAG​CTC​CTC​CTC​CTT​CT

TaDHN50
QTaDHN50F GAG​CCC​GAG​GTT​AAG​AAG​GA

QTaDHN50 R TGA​TCA​CCT​CAC​CGT​TGT​CA
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