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Author Correction: The frequency of pathogenic variation in the
All of Us cohort reveals ancestry-driven disparities

Check for updates

Eric Venner , Karynne Patterson , Divya Kalra, Marsha M. Wheeler, Yi-Ju Chen, Sara E. Kalla ,
Bo Yuan, JasonH. Karnes , KimberlyWalker , JoshuaD. Smith, SeanMcGee, AparnaRadhakrishnan,
Andrew Haddad, Philip E. Empey , Qiaoyan Wang, Lee Lichtenstein, Diana Toledo, Gail Jarvik,
Anjene Musick , Richard A. Gibbs & on behalf of the All of Us Research Program Investigators*

Correction to: Communications Biology https://doi.org/10.1038/s42003-023-05708-y, published online 19 February 2024

The data availability statement was incorrectly given as “All sequencing data used in this study are available on the All of Us
ResearcherWorkbench in the v7 release.” but should have been “All sequencing data used in this study are available on the All of
Us Researcher Workbench in the v6 release”. The original Article has been corrected.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International License, which permits use,
sharing, adaptation, distribution and reproduction in anymedium or format, as long as you give appropriate credit to the original
author(s) and the source, provide a link to the Creative Commons licence, and indicate if changes were made. The images or
other third party material in this article are included in the article’s Creative Commons licence, unless indicated otherwise in a
credit line to the material. If material is not included in the article’s Creative Commons licence and your intended use is not
permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from the copyright
holder. To view a copy of this licence, visit http://creativecommons.org/licenses/by/4.0/.

© The Author(s) 2024

*A list of authors and their affiliations appears online.
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